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Table 1. Clinical and laboratory results of common genotypes in patients with cystic fibrosis.
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Homozygote | 43 _ _ 19 24 17 23 3 36 42 |22 0 |972+ |30 19 | 24
AF508 (61.4) 442) | 558) | 395) | 535) | (7.0) | (837 | (@77 | (612 |© |20 (0.03-1135) | (44.2) | (55.8)
Heterozygote | 24 _ 8 16 8 15 1 19 24 |17 0 |977x |42 5 19
AF508 (34.2) (33.3) | (66.7) | 333) | (62.5) | (4.2) | (79.2) | (w00) | (70.8) | () |2.1 (0.03-240) | (20.8) | (79.2)
Compound 3 1 2 3 0 0 3 2 2 0 |17+ |18 0 3
heterozygote | _ )
AFSO8 42) |(333) | 667) | @00) |© | (100) 66.7) | 66.7) | (0) |17 (6-30) ©) | (100)
Alltypesof | 5 4 0 6 3 7 2 0 7 5 4 0 |693z% |50 0 9
1677deITA | (55.6) | (44.4) | (0) | (66.7) | (33.3) | (77.8) | (22.2) | (0) (778) | (55.6) | (44.4) | (0) | 6.0 (5-75) ©) | (100)
All types of 2 4 0 4 2 3 3 0 4 4 2 0 755+ |4 3 3




G542X (333) | (66.7) | (0) | (66.7) | (333) | (50) | (50) | (0) 66.7) | (66.7) | (333) | (0) | 14 (0.03-7.00) | (50) | (50)
All types of 3 4 0 5 2 3 3 1 6 6 1 0 87 % 2.5 0 7
2183AA-G | (429) | (57.1) | (0) | (71.4) | (28.6) | (42.9) | (42.9) | (143) |(@®57) | (85.7) | (143) | (0) |20 (0.03-1234) | (0) | (100)
+Homozygote | 10 | 0 7 3 2 7 1 5 9 4 0 |8Lix |70 2 8
1540G-A @7) © | @) |@) |@) |@@) |@o (50) ©0) |@o) |@© |23 (1-90) 20) | (80)
+Heterozygote 27 0 20 7 13 13 1 15 24 19 0 918+ | 28 7 20
1540G-A _ 729 | © | @41 | (259 | @481 | 481 | 37) | (556) | (889) | (704) | ©) |23 (0.03-3290) | (25.9) | (74.1)
6
+Homozygote | 15 |0 0 12 |3 5 7 3 8 1 |9 1 | 884 4 1
M470vV @wo) | © |© |@®) |@o |(333) |@46.7) | (0 (533) | (733) | (60) | (6.7) | 2 (101355) (26.7) | (73.3)
+Homozygote | 16 0 0 5 11 4 12 0 9 15 8 0 84.4+ | 49 2 14
152561A-G | (100) | (@) | (0 |@BL2) |©88) | (25 | (75 |(0) 62) |(©38) |(G0) | |26 0.77-720) | (125) | (87.5)
81 20

108 17 |16 |90 |8 |100 |12 146 180 [108 |1 |919% 57 | 149
Total (39.3) (0.03-

(52.4) ©3) | (56.3) | 437) | 413) | 529) | 5.8) | (70.9) | ®7.4) | (52.4) | (05) | 2.1 33013 @7.7) | (712.3)

All of data are frequency(%) exception of Sweat test and Age at onset time.-
- It is noted that the genotypes related to mutations 3849+5G-A, 406-6T-C, 4096-283T-C, E92K, R334W, 2789+5G-A, D110H, P111L, R1158X, 1148T,
K1177X, K1302X, 3130del A, 1393-1G-A, 1717-2A-G, F1052V, 1248+ 1G-A, 1716+1G-A, 2043delG, 218insA, 2789G-A, 3601-65C-A, A120T and
S466X not mentioned because of being few in number, but were included in the calculations so it is likely that the summarize a column without

showing Total.
+These variants as disease-causing mutations have been reported, and the geneticists agreed not (referred to discussion).




